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HEREERETH 5. REGHENCIBREREE LN SEEMSEEENRFEAREZLL, W
HEMICZHREZII LD ETREHAMCT I v A FILSMNIEAIN 5. RIEFEHITEF20~30
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EES 13 FAP OftAREERT A LET S focus £X5HRIT, % OBEFAVGE & REIC
B3 M REED TND, VEEEITIRRLEHND FAP BEOEBHS T a1 F7 47
LNEEAEEL, FOFERSNTLT AT IV OEER 30 ValoMet) TH AT LEHE
L%, COFRL FAP OREREB AL LBELZL OB ELESLTELY, Fhl
FAP ORI b EE0TH L L3 TS HMHIEL,
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&1 DNA sequence of synthetic oligonucleotide probes
for normal prealbumin gene and abnormal
prealbumin allele

Probe DNA sequence

PI9NOR ¥ AAT GTG GCC GTG CAT GTG T¥
P19FAP ¥ AAT GTG GCC ATG CAT GTG T¥

Collection of lymphocytes

4———- proteinase K

<—— RNase

extraction of DNA with phenol synthesis of 19 mer probes
€—— restricting enzymes &«—— labeling with adenosine
EcoRI plus Hind III 5'—[y2?P] triphosphates
by T4 polynucleotide
kinase

digested DNA fragments

| separation of the labelled DNA
agarose gel electrophoresis from unincorporated [y-*2?P] ATP
I by chromatography on DE-52

transfer of DNA to nitrocellulose
paper by Southern procedure

hybridization

autoradiograph

B 1 Synthetic-Oligomer 3 X % FAP @ DNA 2 0iEng

7 u— 7@ 2P-labelling, HRBOFRMM S D DNA oM, DNA oLy FR 2 L
T—RICLBHL, DNA 73574 v L ORBBECHT A4 7Y LA €= 5 V1559 O
W2 1 IR, ’ ' '

B R & B E

BLRLI 2BBO 7 0 —7 32 =—7 13 DNARFIZRBT2CHEFERSERL, &
FAATVEAE - 2 v ORBBEFRICT 5700 FAP ICBIT 5 RREEHA (30 Val 0
codon @ G—A) PHRRICBLICLTHS. £ LT PIONOR BEFEDFLTA T TV



%2 Amino acid sequence and DNA sequence of prealbumin genes in
the region of oligonucleotide hybridization

Mismatches, no.
Gene
P19NOR | P19FAP

5 25 30 3
Normal ... Ala Ile Asn Val Ala Val His Val Phe Arg

.. GCC ATC AAT GTG GCC GTG CAT GTG TTC AGA ... 0 1
FAP ... Ale Ile Asn Val Ala Met His Val Phe Arg

.. GCC ATC AAT GTG GCC ATG CAT GTG TTC AGA ... 1 0

DNA ¢, P19FAP 2 FAP OBHE v 747 1 v DNA WK, ZNFNFENTH S, 3130
BE2ICRINTNE LT, PIONOR BEEDFL 747 ¢ v DNA & perfect hybrid %
T 2h, BESL 77 3y DNA &3 mismatch 240 5 &#EFEINh 5, —F PI9FAP
BEH S L 7r7 3y DNA &3 perfect hydrid ZEHd 505, EE L 747 3 DNA
X2 mismatch £ U BEBIoN 5,

BERLICRURSEBEC DS, Bh0LEHERETTH 5,

T PP L7732 v® cDNA 37 v - (bdh, TOEERNBASHICIN
#-%, X 51T Restriction Fragment Length Polymorphism (RFLP) #Eic & % FAP @ DNA
BUTEAEE SN0, ¢ OHERHED T L 747 3 v DNA OEREREHARRTE 2
BTy FR 7L 7T —ERTRINTVESOOHLEYD, ChEHLHCBHOWTEDLELLD
ThHb, CHICKLUERBETCHNS N TS Synthetic-Oligomer %12 RFLP #HL 0L <,
W DR EHH B CDOFERELE probe 32D Nid, insertion £ deletion %4
W, OhILERRERCTS BEERIETS, RNICRERBOZHICICHATAC LN AETH
27, T OFERBERFMBREENE, a-7 v F ) 7Y VRBED Bt 721718
ETEDOBERBENEIFIN TS, EE 5 (3 Synthetic-Oligomer #EiC k3 FAP @ DNA 2
Witz L, RINFBBWZS T, FTCHELAKE focus OFRZRY & BB LD
D, FAP D= =2 v /B db@EoRLRRICRAIIRZFENMESOFHAFICH L
BN EBZ TS,

BEE T o — T OARE R DD ATERCHT L R0 ERAET ERR A E R R R L
L&Y,

X [

D HAREM: Tiod F—vy2—RE0 % HFARFERZETR 84C dliFE,
p.53, 1984.
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