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Table.1 ENZYME ACTIVITIES IN SERUM

MEANZS.D.

ENZYMES . THEPATITIS  MALIGNANCY CONTROL
(n=10) (n=16) (n=58)

TGOT (K.U.) 150.1+126.8  78.7+33.2  25.948.9

m-GOT(K.U. ) 9.7+ 9.3 7.1% 4.0 1.9%1.5

ocT (U/L) 12.5% 10.4 13.3% 7.6 -

GDH (U/L) 6.9+ 8.6 7.3% 7.0

GPT (K.U.)  236.7%225.6 110.6+73.6

Table.2 Correlation coefficient of s-GOT,
m-GOT, OCT and GDH in serum

m-GOT QCT GDH

Hepatitis : s-GOT 0.981 0.978 0.980

m-GOT 0.976 0.948
ocT 0.956

Malignancy : s-GOT 0.264 0.499 0.295
(ALL,AMOL,ML) m-GOT 0.769 0.816
ocT : S 0.913




Table.3 Ratios of mitochondrial to cytesolic
enzyme activities in serum

MEAN+S.D.
m-GOT v OCT GDH
b sSGOT  ® s-Gor % s—GoT
Hepatitis : 6.7+3.2 9.5+3.3 2.9+2.9
Malignancy : 11.0+6.9 18.8+10.5 10.9+11.0
(ALL,AMoOL, ML)
P 0.0803 0.0132 0.0361

Fig.1 CORRELATIONSHIP BETWEEN m-GOT AND
m-GOT/ TGOT IN HEPATITIS AND MALIGNANCY
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mitochondrial-GOT(m-GOT) ,ornithin carbamyl
transferase(0CT),glutamate dehydrogenase(GDH)
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