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G ACA
Thr

CAG GCT
Gln Ala

GAT CTG
Asp Leu

CAN ACT
Gin Thr

TTG CCA
Leu Pro

GAN ACA
Glu Thr

TGT TTA
Cys Leu

CTT CAG
Leu Gln

GGC AAG
Gly Lys

ATG CTG
Met Leu

AGG TTT
Arg Phe
661
AAG GAA
Lys Glu
721
GTT GCA
Val Ala
781
GAT GTT
Asp Val
841
ATG CTG
Met Leu
901
ATA ACT
Ile Thr
961
GGA AAC
Gly Asn
1022
CTA GTA
Leu Val
1082
CTG CCT
Leu Pro
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ACT GGG

ATG
Met
TTC
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CGG
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TTG
Len
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Ile
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Glu

ATT
Ile
GCA
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TCA
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TTG
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ATT
lle

GCG
Ala
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Lys
GGC
Gly
CAA
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GCT
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GAT
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lle
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Glu
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CAG
Gln

CcCC
Pro
AAG
Lys
CTG
Leu
ACT
Thr

GCA
Ala

GTG
Val

GCT
Ala

CAT
His

TAC
Tyr
TCT
Ser

GTT CAG TTG GAA

Val Gln
1322
ATT GGC
Ile Gly
1382
CGT CTG
Arg Leu
1442

Leu

AAA
Lys

GAA
Glu

Glu

CGA
Aryg

GCA
Ala

GTC
Val

TTT

Phe’

ATC
Ile
AAT
Asn
ACA
Thr
TAT
Tyr
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Glu
GGC
Gly

TTG
Leu
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Leu

GAG
Glu

AAA
Lys

CTT
Leu
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Ala
CaT
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AAA
Lys
AAA
Lys

CAC
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CGG.

Arg

ACT
Thr
GGC
Gly
GCA
Ala
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Gly
GCA
Ala

GCT
Ala
GGG
Gly
GTG
Val

GCA
Ala
GTT
Val

GGA
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GAT
Asp
TTG
Leu
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Arg
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Cys
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QT
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TCT
Ser
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ATC
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GGA
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GTC
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val
AGC
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Ile
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Phe
ACC
Thr
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AGT
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Gly
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Gln

AAT
Asn

TTG
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leu
ACC
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ATA
Ile
CTC
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Arg
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GGG
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GraG
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Gly
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GTG
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CAC
Nis

GCT
Ala
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GCA
Ala
GAG
Glu
GAT
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Thr
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TTT
Phe

GTG
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ATG
et
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Glu
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CAG
Gln
CGT
Ary
TGG
Trp

GTG
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CTT
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CAG
Gln
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ACT
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CTG
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TCA
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GAG
Glu

AAT
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CTG
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AAT
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Leu

GAT
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CGG
Arg

ATA
lle

GGC
Gly

TCC
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CTT
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AAT
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ATA
Ile

GCG
Ala
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TCC
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GCA
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GTG
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CTT
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AAT
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TGT
Cys
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CTG
Leu
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GTG
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Lys

GCT
Ala

CTG
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TCT
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Ser
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TAT
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CcCC
Pro
GAT
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CcCT
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Pro
ACT
Thr
AGA
Arg
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Thr
GGG
Gly
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Pro

AGG
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TGT
Cys
CCT
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ATG
Met
TTT
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TCC
Ser
CAA
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GGC
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TTG
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AGA
Arg
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GTT
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Gly

GTT
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GAT
Asp
CTT
Leu

GGT GTT TGAGTGCTTCAGATACATTTTTCAGATACAATGTGAAGACATTGAAGATATGTGGTCCTCCTGAAAGTCAL

_Gly Val
1519

TGGCTGGAAATAATCCAATTATTCCTGCTTGGATTCTTCCACAGGGCCTGTGTAAGAATGGGTTCTGGAGTTCTCATGG

1598

TATTTAGGAAATATTGAGTAATTTGTAATCACCGCATTGATACTATAATAAGTTCATTCTTAAAAAAAAAAAANAAAAA

1677

AAAAAAAAAAAAAAAAA

v
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