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Table 1. Restriction fragment length polymorphisms (RFLPs) at human OTC locus

Restriction enzyme MspI Mspl

RFLPs in Japanese 6.6kbp (0.5) 5.1kbp
female 6.2kbp (0.5) 4 .4kbp
Homozygouse (0.5)

RFLPs in USA 6.6kbp (0.61)2 5.1kbp

female 6.2kbp (0.39)

Homozygouse (0.52)

4.4kbp

Tagql BamHI
(0.77) 4.0kbp (0.81) 18kbp (1.0)
{0.23) 3.8kbp (0.19) 5.2kbp (0.0)
(0.65) {0.70) (1.0)
a- b b
(0.73) 3.7kbp" (NS) 18kbp~ (NS)
(0.27) 3.6kbp (NS) S.2kbp (NS)
(0.61) (0.71)

(0.89)

a: Rozen et al. Nature 1985;313:815

b: Fox et al.

NS: not shown

Am J Hum Genet 1986;35:841

Number -in parenthesis means the frequency.
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